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History lesson

● Bioconductor used to use Subversion (SVN) for version control

○ https://hedgehog.fhcrc.org/bioconductor/trunk/madman/Rpacks/mypackage/

● Git <-> subversion bridge (I never used this)

○ Local git, remote SVN

● Mid 2017 started the transition to git.bioconductor.org

● SVN server retired (2018?)



Subversion + git

● Subversion was mirrored to a read-only Github collection

● Both confusing and very helpful

○ You couldn’t actually use the Github repo

○ But searching, browsing etc was available

● Easy to checkout all packages

○ https://hedgehog.fhcrc.org/bioconductor/trunk/madman/Rpacks/mypackage/

○ Far fewer packages!

○ Browse & search locally

https://hedgehog.fhcrc.org/bioconductor/trunk/madman/Rpacks/mypackage/


Current status

● People have been asking for a way to view git server forever

○ e.g BioC2020 BOF, emails from Feb 2018, ...

● Many packages are on Github 

○ Some are active, others only for submission

○ Not easy to know if you’re looking at ‘current’ code

● Hard (impossible?) to search for across all packages 

○ e.g. every package calling a specific function



http://bioc-code-tools.msmith.de/
● Prototype website to provide browsing & searching of all BioC packages

● Git browser using Gitlist 

○ https://github.com/patrikx3/gitlist/

● Code search using Zoekt

○ https://github.com/google/zoekt

● Currently hosted on de.NBI cloud & my domain for convenience

● Clone of (most) BioC git repos, updates every 2 hours.

http://bioc-code-tools.msmith.de/
https://github.com/patrikx3/gitlist/
https://github.com/google/zoekt










Still a work in progress

● Definitely still a prototype

○ Don’t bookmark the URL yet!

● Would love to get feedback on whether these seem like a useful tool people 

would use

● Also interested in if things break, several other tools failed when scaling from 

20 packages to 2000


